Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.005 Å; R factor = 0.046; wR factor = 0.120; data-to-parameter ratio = 16.1.
The asymmetric unit of the title compound, C 16 H 14 Cl 2 N 2 O 6 S 2 Á2H 2 O, contains one half-molecule of N,Nbis(4-chlorophenylsulfonyl)succinamide, with a centre of symmetry at the mid-point of the central C-C bond, and one water molecule. The succinamide molecules are not directly connected via hydrogen bonds, but by hydrogen bonds via the water molecules.
Related literature
For our studies on the effects of substituents on the structures and other aspects of N-(aryl)-amides, see: Gowda et al. (2000) ; Rodrigues et al. (2011) , of N-chloroarylamides, see: Gowda & Rao (1989) ; Jyothi & Gowda (2004) and of N-bromoarylsulfonamides, see: Gowda & Mahadevappa (1983) ; Usha & Gowda (2006) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). 
Comment
As part of our studies on the substituent effects on the structures and other aspects of N-(aryl)-amides (Gowda et al., 2000; Rodrigues et al., 2011) ; N-chloroarylsulfonamides (Gowda & Rao, 1989; Jyothi & Gowda, 2004) and N-bromoaryl-sulfonamides (Gowda & Mahadevappa, 1983; Usha & Gowda, 2006) , in the present work, the crystal structure of N,N-bis(4-chlorophenylsulfonyl)succinamide dihydrate has been determined ( Fig. 1 ).
In the two C-SO 2 -NH-CO-CH 2 central segments of the structure, the N-H, C=O and C-H bonds are anti to the adjacent bonds, similar to that observed in N,N-bis(4-chlorophenylsulfonyl)-adipamide (I) (Rodrigues et al., 2011) . The orientations of sulfonamide groups with respect to the attached phenyl rings are given by the torsion angles of C2-C1-S1-N1 = 91.0 (2)° and C6-C1-S1-N1 = -87.6 (2)°. The molecule is bent at the S atom with the C1-S1-N1-C7 torsion angle of -70.0 (2)°, compared to the values of 55.0 (6)° in (I).
The dihedral angle between the benzene ring and the SO 2 -NH-C(O)-C segment in the two halves of the molecule is 78.0 (2)°, compared to the value of 83.5 (2)° in (I).
One of the water H-atoms exhibits bifurcated H-bonding with one of the O-atoms of SO 2 group and the amide O-atom.
A series of N-H···O(W) and O-H···O(S and C) intermolecular hydrogen bonds (Table 1) link the molecules into infinite chains running along c-axis (Fig. 2) .
Experimental
Succinic anhydride (0.015 mole), N,N′-dicyclohexylcarbodiimide (0.01mole) and 4-dimethylaminopyridine (0.004 mole) were added to a solution of 4-chlorobenzenesulfonamide (0.01 mole) in dichloromethane. The mixture was strirred for 24 h at room temperature and set aside for completion of the reaction.. The reaction mixture was filtered to remove the byproduct N,N′-dicyclohexylurea. The filtrate was diluted with water and then the organic layer was extracted. The latter was washed with water to remove the base and the succinic anhydride, dried over anhydrous sodium sulfate and filtered.
The filtrate was concentrated to dryness. The residue was recrystallized to constant melting point from ethyl acetate (163-165 °C). The purity of the compound was checked and characterized by its infrared spectrum.
Plate like colorless single crystals used in X-ray diffraction studies were grown in ethyl acetate solution by slow evaporation of the solvent from its solution at room temperature.
Refinement
The H atoms of the water molecule were located in difference map and were refined as riding on their parent O atom. H atoms bonded to C were positioned with idealized geometry using a riding model with the aromatic C-H = 0.93 Å, methylene C-H = 0.97 Å. All H atoms were refined with their isotropic displacement parameter set to 1.2 times of the U eq of the parent atom. The amino H atom was freely refined with the N-H distance restrained to 0.86 (2)Å. The displacement ellipsoid of the water O atom was restrained to an isotropic bahaviour. 
Figure 1
Molecular structure of the title compound, showing the atom labelling scheme with the displacement ellipsoids drawn at the 50% probability level. ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (

